
Figure S1: distribution of the lengths of the intergenic sequences in the reference strain S288C.  The 

inset shows a zoom on the 0-2000 bp region.



Figure S2. Phylogenetic tree obtained with SNPs/indels in the gene YAR042W



Figure S3. Phylogenetic tree obtained with SNPs/indels in the gene YBL052C.



Figure S4. Phylogenetic tree obtained with SNPs/indels in the gene YBR163W



Figure S5. Phylogenetic tree obtained with SNPs/indels in the gene YJL051W.



Figure S6. Phylogenetic tree obtained with SNPs/indels in the gene YJL057C.



Figure S7. Phylogenetic tree obtained with SNPs/indels in the gene YJL099W.



Figure S8. Phylogenetic tree obtained with SNPs/indels in the gene YKL068W.



Figure S9. Phylogenetic tree obtained with SNPs/indels in the gene YML056C.



Figure S10. Phylogenetic tree obtained with SNPs/indels in the gene YML080W.



Figure S12. Phylogenetic tree obtained with SNPs/indels in the gene YNL125C.



Figure S13. Phylogenetic tree obtained with SNPs/indels in the gene YNL161W.



Figure S13. Phylogenetic tree obtained with SNPs/indels in the gene YOR133W.



Figure S14. Phylogenetic tree obtained with SNPs/indels in the gene YPR152C.


